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= SOLID SUPPORT 



R = TERMINAL PROTECTING GROUP 

FOR EXAMPLE: 
DIMETHOXYTRITYL (DMT) 

-wJJiw = CLEAVABLE LINKER 

(FOR EXAMPLE: NUCLEOTIDE SUCCINATE OR 
(2) INVERTED DEOXYABASIC SUCCINATE) 

-www = CLEAVABLE LINKER 

(FOR EXAMPLE: NUCLEOTIDE SUCCINATE OR 
INVERTED DEOXYABASIC SUCCINATE) 
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SENSE STRAND (SEQ ID NO 293) 
ALL POSITIONS RIBONUCLEOTIDE EXCEPT POSITIONS (N N) 

5'- B-N NNNNNNNNNNNNNNNNNN(N N)-B -3' 

3'- L-(N S N) NNNNNNNNNNNNNNNNNNN -5' 

ANTI SENSE STRAND (SEQ ID NO 294) 
ALL POSITIONS RIBONUCLEOTIDE EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 295) 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-OM EXCEPT POSITIONS (N N) 

5'- NNNNNNNNNNNNNNNNNNN (N S N) -3' 

3 L- (N S N) NNNNNNNNNNNNNNNNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 296) 
ALL PYRIMIDINES = 2 , -FLUORO AND ALL PURINES = T-O-ME EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 297) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- B-N NNNNNNNNNNNNNNNNNN(N N)-B -3' 

3'- L-(N S N) NNNNNNNNNNNNNNNNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 298) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 299) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2*-DEOXY 

5'- B-N NNNNNNNNNNNNNNNNNN(N N)-B -3' 

3'- L-(N S N) NNNNNNNNNNNNNNN NNNN -5' 

ANTISENSE STRAND (SEQ ID NO 296) 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 300) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- B-N NNNNNNNNNNNNNNNNNN (NN)-B -3' 

3'- L-(N S N) NNNNNNNNNNNNNNN NNNN -5' 

ANTISENSE STRAND (SEQ ID NO 296) 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 

- 

SENSE STRAND (SEQ ID NO 299) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- B-N NNNNNNNNNNNNNNNNNN (N N)-B -3' 

3'- L-(N S N) NNNNNNNNNNNNNNNNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 301 ) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY^ 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B - ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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SENSE STRAND (SEQ ID NO 302) 

5'- iB- GGCAACAAUGGCUGAGAAGT T-iB -3' 

3'- L-7 s rCCGUUGUUACCG ACUCUUC -5' 

ANTISENSE STRAND (SEQ ID NO 303) 

SENSE STRAND (SEQ ID NO 304) 

5'- u g g c a a c a a u gg c u g ag a ag T S T -3' 

3'- L-T s Tc c g u u g w m a c c g a c u c u u c -5' 

ANTISENSE STRAND (SEQ ID NO 305) 

SENSE STRAND (SEQ ID NO 306) 

iB-GGc A Ac AAuGGcuG AG A AGrr-iB -3' 
L-r s JccGuuGuuAccGAcucuuc -5' 
ANTISENSE STRAND (SEQ ID NO 307) 



5'- 
S 3'- 
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SENSE STRAND (SEQ ID NO 308) 

5- iB-G GcAAcAAuGGcuGA GAA G TT-iB -3' 

3'- L-T s Tc c gu u gu u ac c gac u c u u c -5' 

ANTISENSE STRAND (SEQ ID NO 305) 

SENSE STRAND (SEQ ID NO 309) 

5*- iB-G GcAAcAAwGGcwGAGAAG TT-iB 

3'- L-T s Tc c g u u g u u a c c g a c u c u u c 

ANTISENSE STRAND (SEQ ID NO 305) 

SENSE STRAND (SEQ ID NO 308) 

5'- iB-G GcAAcAAuGGcuGAGAAG TT-iB -3* 

S 3'- h-T s T c c G u u G u u A c c G A c u c u u c -5' 

ANTISENSE STRAND (SEQ ID NO 310) 



-3' 
-5' 



lower case = 2'-0-Methyl or 2'-deoxy-2'-fluoro italic UPPER CASE = DEOXY 
italic lower case = 2 '-deoxy-2 '-jluoro B = INVERTED DEOX YAB ASIC 

underline = 2'-0-methyl L = GLYCERYL MOIETY OPTIONALLY PRESENT 

S = PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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